Physicochemical Analysis of Intermolecular Interactions

in Pharmaceutical and Diagnostics Research

The pharmacological action of drugs is induced and detection by diagnostics is conducted based on intermolecular
interactions between bimolecular such as antibodies and antigen. Physicochemical analysis of intermolecular
interactions enables molecular level evaluation of interactions, and is applicable to the optimization of the structure
and function of drugs and diagnostics, as well as quality control.

Presence or absence of interaction between ligand and protein can be evaluated, and binding site
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information can be obtained.
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| ' Ibuprofen (MW: 206)
A It's suggested that Ibuprofen interacts with HSA on the
overall surface.
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o . Information on interaction can be obtained from thermodynamic
ITC (Isothermal titration calorimetry) o . . .
characterization by measuring minor heat transfer that is caused

Ibuprofen titrated into HSA during bimolecular binding.
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Small molecular drugs, peptides,
Titration syringe . . .
(Titrant) nucleic acids, proteins, etc.
Application:
Bimolecular interactions,
Competitive bindings,
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